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1. &BME (EFLHF-CBRC) 14:00 - 14:40
BRIV EREYEBEGFOBELERTSAL VT VT FILDELLE

2. EHIH (KRKE-ZBHH)14:40 - 15:20
EEAAMMIL :0n the optimal contact potential and sequence
conservation modes of proteins

3. BE=E (BEXE-ITFE)15:20 - 16:00
SEAAERIL: Inference of Co-Evolving Site Pairs: an Excellent
Predictor of Contact Residue Pairs in Protein 3D structures
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