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GDB (Genome Data Base)
—The construction of database in Human Genome Prodect-
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[Author Abstract] The GDB(Genome Data Base) is & database that is responsible for acquisition and
distribution of the information generated by research of the international Human Genome Prodect. It is
developed and maintained at Johns Hopkins University in federal and international funds. The six of interna-
tional noges have been established and the Japan node is open at JICST. The GDB is collecting genome
mapping data such as loci, maps, polymorphisms, research materials, citations and OMIM(Oniine Mendelian
inheritance in Man).
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Citation Manager
Go Edit View Call Select Retrieve Tool Help Exit

Locus: CMT1B

[ 1Type: Journal Citation 3 of 6 of set 0

Authors: Lebo, RV; Dyck, BJ, Chance, P Bird, TD: Golbus, MS; Lynch, ED:
Redlila-Flores, MT; Anderson, LA; King, MC; Hall, JM; &t al.

Title: Mapping the Duffy-linked Charcot-Marie-Tooth Disease locus.

Journal: {(CYTOGENETICS AND CELL GENETICS H
Address:
Issue: Vol: 51 Pages: 1030
Suppl: Review: No Language: Eng
Abstract: Yes Published: Yes
Date: 1989
Medline Id: GDB Id: G00-001-368

Created: 15 Aug 90 16:03 Last Mod: 7 Apr 391 11:07

B3 GDBOx®iE#H (Citation vr—Iv—)

View Abstract
Tool Help Exit

Citation: Lebo, RV Cytogenet Cell Genet 51:1030 1989

Charcot-Maria-Tooth Syndrome (CMT) are neurolcgic disorders that begin with

peroneal muscle weakness and atrophy and advance insidioualy to othar distal

lag and arm muscles. This worldwide disease has an incidence of about 1/3000 in

Spain and Norway, 1/20,000 in England, and 1/10,000 in the eastern Unitaed

Stataas. Of the 76 families we studiad, €8 are consistent with autosomal dominant
inheritance, 6 with X -linked inhaeritance, and 2 have a aingle >

4 Citation ¥v2—3Vv—0OHUEBE

- 1028 —



BEEHOE Lo —A 7 GRGFHE) oL da
A5 LTwa, UL, 70027 T8EY
DEENT— I Thdba T4 7HIK AR 2
7a—>3, %imﬁmrmﬁﬁﬁbﬁwmmﬁ
WR—A—T L %, T2 ST YN X L
DNA @ 1 W ’C‘% Bty %, B Loy hk
s POV T, e 7 7z
Xﬁﬂ&%ﬂthfdﬂ%ffﬂ#fm.iﬁitux 1 4),

AELTREH T o o FL & P54 5101,
HLH%ﬁ#ﬂfbﬂﬂwﬁﬂﬂ T, kL
Telpe Tan g L, PEATHATH L AN 4 A2 R
MTaHKx k- Toh, 20726, v-—7# 2]
TATEMY AR L, KR o — L
Borr7o—FXREE2L0DL, £ 50 0E
WMTETvb, Lo L, GDB I3, TH#O#E#ETIIL
%&Mﬁf“%mf ot BL T, R

XA L Uné (E5,6).

4.3 GDB Id &7—4512E

T—=3DEh EFEDPHLUEDN 26, GDB (i
GenBank 7Zc & 1z # o) g G EE L2 ME GBI
THIFEMHE LT, GDB Id oHS* HH T 5
HELZRELE2H, GDBOT— 73, DNA O
WT— gz, 2R THHEEZ 7%, GenBank @
T7rwar@yn L) TS 7T— 72
TOHEEAFED S Rz L b8z E S
T, T— T3 A T NTICE D Id AT S 4
5, GDB /x—2 3 5, 1H 6T s, GDBId
A=Y e —I3, 19N T — % 7 { 7HIC Id 2 4F
BLTwE(ET), 70, EHHLT—7HE%
THFEELT, BEFTERAO 7+ —=2v F OH
ﬁ%ﬁ%waémDNA?—ﬁ&—zmAmh

orln (IZICER§ 5 & 9 7, T— Z Y — L obiF
DA TWA, T2, ZoazBL T, AES

HEORBEO 2T CEREEIEEL, T— 5
I EBT 5 2 X A HIES LT B,

1.4 F—IAHDRKERE
LT IDT— 5 AN, BROGBOR T
T4 THILEETh B, 7T— 73 » 7HRE

WY Vol 36 No. 11 Feb. 1994
e O (TR T P A IS I o S QR AR R A WAL !
7 }//\ﬁ”f’7m/17 J ﬁ“«;)f) Sl T =70
G4 57 ek TsH A IJHU D 20700 7

A H _TW‘}’/\U’E’M*U Tkl X7, wmnth
TH O EAM=> GDB PEN (2814 A1+ 4
v>wgﬂmxnmﬁwwma%w RN € )
dsERemL v s, Fo7, JHU iz, 79 A
HEHEnT e 7282 - F2RHL, =74 70§k
ElE LT, T 2O X WWEUEPE AL A
ZEEREFEL TS, LL, T—92DFHEHAT)
AP T Z e TRENL8IE, T—7nE
ARG O ME LA W - ST B,

b, SEROER

5. 1 GDB m#sEtE

GDBi3, 7 /270 7 FORFEDT—
TG T B 7202 A )R L Ty b, Al
7/A7Dy17thﬁm%ﬁL[mhm¢%
B, SO HEEZT, 4 kA
ZWELLAGHME T %, Fhug, BaEol2o
PA—= Y e h ey TR LA DT —
FR— 2k B Y O T — 7 - 2, T
T I 20T L, R T A L) LT
FHbH, LT —7~<— 724, CitDB * L THioi#
R T — 7 ~N—2 kX Loy /o Lk
T ==L L THERZE LA 28, OMIM &
REELE T - T b,

5. 2 OMIM 7Oy o~

OMIM {3, 19664F 72 5 ' 3 > ZHh 7% > 2k
@ V.McKusick fi+-oF TR 2 1, 10k % 2
HEEECE FORREIZE b L8R FOR K
N 2P ThD, LT O N 2 7 ORI HE
1, BT EEEDEEAHLIZT), T
RERBBGICEE L TW (3G, T—9~—2%k
LTENFHEL 2BEEr K b N5 728, GDB IZ
PCElT 27w 7 b &L THBEAHGS N
7o FEIC, EIEFEEROBMRE, 1HEE A
BOBEBDEIR - % by — 2%, —OOEBIZHE

— 1029 —



FPEAFA Vol 36 No 11 Feh. 1994

Locus Manager

Go Edit View Call Select Retrieve Tool Help Exit

Locus 1 of 1 of set 0
Locus Symbol: CMT1B Previous HGM Symbol: CMT1

Locus Name: Charcot-Marie-Tooth neuropathy 1B {greatly reduced nerve
Cyto Location: 1q

MIM # Disorder
118200 Charcot-Marie-Tooth neuropathy, slow nerve conduction type Ib
Assign. Mode: (L ) EC Number:
GenBank: Probes: No
Polymorphic: No Het: Allele Set:
Ref. Marker: No
Citations:

Cytogenet Cell Genet 58:1854 1991
Cytogenet Cell Genet 37:3-21 1984
Annotation:

Created: 1 Jan 86 00:00 Last Modified: 3 Oct 91 10:05

GDB Id: G00-120-594

5 GDB OEEFEER (Locus YVR—IUv—)

Map Manager

Go Edit View Call Select Retrieve Tool Help Exit

[>>] Map 19 of 21 of set 0
Map Symbol: CéM38
Method: (CEPH-Average
Location: 6p23-gq
Map:

Type: (Primary ) No. of Elements: 55

D6$344_(D6$309,065296/D65277/563263)_DSS259_(DSS289/D68260) D6
SZBB_D63274_D65285_D63299_(D6$306/D63276/DGSZ65/D6$258) D65273

WDGS291_(D68271/065282)_(D6SZ69,D6$272)_(565295,D6$294) D6S257
_D6$313_965280_(D65284/D65286)_(D65275,DGSBOO) D6S283 D65301 D
68268_D68278_DSS302_(065261/D6S266)_jD65363/D63267/D653G&/D6$2

87)_DGSZ62_D65270_DGS292_(DGSBOB/DSSSIO/DSSBl4/D6$279) bD6s311
DGS2QOWDGS3OS_D68264_DGS297_D6S281

Citation: Nature 359:794-801, 1992
Annotation:

Created: 26 Apr 93 14:14 Last Modified:
Release Date:

5 May 93 11:2¢
GDB Id: G00-138-311

6 GDB DtRE® (Map NVAR—=Tp—)

— 1030 —




RPHATEL Vol 36 No. 11 Feh. 1994

MO T b 27— 270 W HMEZ R 40 AL
THUEHHY, BT f\* 2 M2 TG L
s wWwiEbarhh sz, VL —ratniy—¥
~— 24k SGML O HIHAG X e Tuv 4,

5. 3 BEETAIN—AELOBER

07 LT & E O T A BB o T — 7
~— 2 b, oE#zOT LM THY,
FNEROWRALD D L 0 =T { IO T - ¥
N—Z L T b, —HT, B Lol
e T2 BRIZ AT X 72 DNA ofilhl) 77— 7 ~—
2R EEEN T — 7R — 2 7 LT —
DA ’F'lﬂiﬁlﬂf'fﬁﬂf“ 5. B B 4l
BT = 7= 2 & HTRUEHE L REROMET — ¥
&—x&Lf,mMT FALY A RIA S E ANl o
it H B H, e T — g ~N—21F, FNF
ﬂmﬁﬂTW 0T — N EWAPERL TV A0
T, MHEICHET Aoz % —% 8, 87—
th%&zf}NM?ﬁ HoEpBEEn Ty
. Hize, GDB » GenBank (33 hkH) + 4 =,

GDRB Id Data Types

Allele

Allele Set
Allele Set Pop
Amp conditions
Breakpoint sets
Cell Line
Citation
Contact

Cycle sets
Detect Meth
Library

Locus

Map

Map Distance
Mouse locus
Mutation
Polym
Population
Probe

7 GDB ldDft5EnTLST 9%

GenBank 7 74w L 3> iy GDB o o~
EnxeId Eof ) frhahdrbi T Ah, 7o
Sx 7R OO s, A e R R T
(14 Tz n

5. 4 GUIBERLRS

GDB (£, % /- F= KB sE ki o L, GDB
ZIEWT A7 GUL (7 Z 7 4 Ana—H—A
D=7 22 ORBEESEIL TEY, T
W e EC oge oy IGD (Integrated Genome
Database) % SIGMA (o 27 7 & 2 H VK%
iy, 7w LR T T (3= b AT T
PN S fiff e w7 a b F A T hE L,
AT L E L TR A B R T B, v
NG M O %S iz DNA K o840 %0 o —
# 7oA & 4L, GenBank 7 ¥ o iy T —
F =2 NT — 5 &R ORI RSO B
SATLTHY, JOMOERKDLE YT 5
I EHTE L, BUkOBEOLIERE S TiE, T
FR—Z AL, R T ERESbRE
GPER & DT 2 2 FIERC G Ll
L b, %0) 7y 2 7 b ORI ) Fiz

DYERIZEZ B 1260, lﬂii{%éﬂj T 5 ALERGE T,
PO SN BT 2 TG s 2T LA E
iL%Ltﬁ\imﬁf?V(“%d

5. 5 Ry hD—0DFMA
HATEH S LT 5D,
T, FHUFNDT—7_—2h LT — 7 % H
mizslx i+ hkThdHy, JHUTE T TI
WAIS % Gopher @) —/<s— % ¢ i L T\ %,
T g DA SN WERETH Y, T

Foo b T 7 &AL

T OBRMEILIE L F LT — 2 — 2 OEh Rz B
%47 5, GDB ofpkgltmiz v h s ko iz, 77—
g3 TR C L, TOMHEIZA S DL

W — T REE A WY, B R T T — 2 A
L THMT =2k L TORELX I D
Xl ATHLY, 12, v T — 7 D5k
DR I T B e T — 7= 2,

FOFENOBRER GE L, S TR S AT

— 1031 —



HHEE Vol 36 No. 11 Feb, 1994

L, # v+ 7—=7%4L, WWW (World Wide
Web) o)k 51z f b 2 LB 2 5K 2 AP+
nix, Az L—oNT —FN—2D L )iz
THIENTEL, Ik, ARG T 7
7N, Ao s LTy 2 7 M — 8
N—=Z NN HD—Dr L THITF TV 5,

6. BNV -BEDRRKERE

TALTR Y 7 ME, T T RLTE Y,
ZNERAL, LT ORLE 7 O, BB EG
THED]E & BREDIRNT & L T, Bt s+ 1% 72
TLT, BeoiadobfimcBns, o
ROBRE LA, BT — MO WHES 7 2
W22, b b &L TovK e lEr N
CBo Lo, BT — 2 138Uk £ £ 47
IR T2 2242 BB H ), [
FERAEBLA 72, FlRTLE L ER S 27 4 L
FL g s v, Bk Tlg, GDB piz 4
—FIZiH, HREDS S LR E T I =T 4
DR DR LT3, F70, HROBE
THORBNBHAGRE R L, o iiE s
LTw3,

B S S5 € ;';,

1) Wada,A. Automated High-Speed DNA
Sequencing, Nature3?2s : T71-772, 1987,

2) Duibecco,R. A Turning Point in Cancer
Research : Sequencing the Human Genome
Science231 : 1055-1056,1986,

3) WMEH#—, WL L b A Tor s s}
DIRSL &AL RS vol38, 209-211
1993,

4) A.J.Cuticchia et al. Evolving Data Aquisi-
tion Strategies for the Human Genome Data
Base1993 (GDB position paper)

5) OTA Report, Mapping Our Genes, Aplil

AT, Bk 7 oo bk S 4 o s B o
FEYFRFEAR OB REEIZ BT, 7 2 LT — 4
DB fei & LW 2 L 12, o 2T LOBASED AT
AT A, F12, TSLNEE T AT 4D
iR T A L 2 Lz, Ao b7 — 7 %4
it 5T A, GDB o A BT A » |
THNA /— FHJICST Iz &= N, — o5
BT ANADEML ET ETREL LD THS
7o

1993718, GDB o 7— 2 ki it 2= % CCM93 >
HGM®3 7 H AR TP 2, NAD Y /470
Fa 7 POk s s, K &L T
HIEBOYE 22 G L A s, GDB A 2 —F
2 HADMTER 2 2 2 =7 4 —Dliff - 57— %
WD —N- e D & 5, BRI %o B T
ThHb,

A
AT, FRAH R R T [ e gt

R ATER M D BE%E | 1F, PR L2#0F3e iR GDB
(7 LT —5—=2) OBI% - 32023 20
TR DRI kA,

2 E X @ oo
=

6) GDB Fourm vol.] ,number]
7} GDB Fourm vol.2 number]
8) GDB Fourm vol.2 number?
9) Human Genome News vol.4 number?7

) Gallas et al. A New Five Year Plan for the
U.S. Human Genome Project Science vol.262
43-46 1993,
11) A.J.Cuticchia et al. Managing All Those
bytes:The Human Genome Project Science
vol.262  47-48 1993,

— 1032 —



